RAW SEQUENCE LISTING 
ERROR REPORT 



The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 

Application Serial Number 
Source: 

Date Processed by STIC: 



THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216. 
PATENTIN 2.1 c-mail help: patin21help@,uspto.gov or phone 703-306-4119 (R. Wax) 
PATENTIN 3.0 c-mail help: patin3help@,uspto.gov or phone 703-306-4119 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.0 PROGRAM . ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW: 
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Checker Version 3.0 

The Checker Version 3.0 application is a state-of the-art Windows based software program 
employing a logical and intuitive user-interface to check whether a sequence listing is in 
compliance with format and content rules. Checker Version 3.0 works for sequence listings 
generated for the original version of 37 CFR §§1.821 - 1.825 effective October 1, 1990 (old 
rules) and the revised version (new rules) effective July 1, 1998 as well as World Intellectual 
Property Organization (WIPO) Standard ST.25 . 

Checker Version 3.0 replaces the previous DOS-based version of Checker, and is Y2K- 
compliant. Checker allows public users to check sequence listings in Computer Readable form 
(CRF) before submitting them to the United States Patent and Trademark Office (USPTO). 
Use of Checker prior to filing the sequence listing is expected to result in fewer errored sequence 
listings, thus saving time and money. 

Checker Version 3.0 can be down loaded from the USPTO website at the following address: 

http://www.uspto.gov/web/offices/pac/checker 
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ERROR DETECTED 

ATTN: NEW RULES CASES: 

1 Wrapped Nucleic* 

Wrapped Aminos 



SUGGESTED CORRECTION 



SERIAL NUMBER: 



PLEASE DISREGARD ENGLISH "ALPHA" HEADERS, WHICH WERE INSERTED BY PTO SOFTWARE 

The numbcrAexl at the end of each line "wrapped" down to the next line. Jhis may occur if your file 
was retrieved in a word processor after creating it Please adjust your right margin to .3; this will 
prevent "wrapping,'* 



Invalid Line Length The rules require that a line not exceed 72 characters in length, this includes white spaces. 
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Misaligned Amino 
Numbering 

Non-ASCII 



_ Variable Length- 



_PatentIn 2.0 
"bug" 



_Skipped Sequences 
(OLD RULES) 



_Skipped Sequences 
(NEW RULES) 



_Use of n*s or Xaa's 
(NEW RULES) 



10 Invalid <213> 

Response 



Use of<220> 



_PatentIn 2.0 
"bug" 



The numbering under each 5* amino acid is misaligned. Do not use tab codes between numbers; 
use apace characters, instead. 

The submitted file was not saved in ASCII(DOS) text, as required by the Sequence Rules. Please 
ensure your subsequent submission b saved In ASCII text. 

' .' . \ - . \ 

Sequence^) contain n*s or Xaa's representing more than, one residue. Per Sequence Rules, 

each n or Xaa can only represent a single residue. Please present the maximum number of each 
residue leaving variable length and indicate in the <220>-<223> section that some may be missing. 

A "bug" in Patcntln version 2.0 has caused flife <220>^<223> section to be missing from amino acid 

sequencers) . Normally, Patcntln wcHjId automaticaJf^generatc this section from the 

previously coded nucleic acid sequence. Please manually copy the relevant <220>-<223> section to 
the subsequent amino acid sequence. This applies to the mandatory <220>-<223> sections for 
Artificial or Unknown sequences. 

Sequencc(s) missing. If intentional, please insert the following lines for each skipped sequence: 

(2) INFORMATION FOR SEQ ID NO:X: (insert SEQ ID NO where M X" is shown) 
(i) SEQUENCE CHARACTERISTICS: (Do not insert any subheadings under this heading) 

(xi) SEQUENCE DESCRIPTION:SEQ ID NO:X: (insert SEQ ID.NO where "X" is shown) 
This sequence is intentionally skipped 

Please also adjust the "(ii) NUMBER OF SEQUENCES:" response to Include the skipped sequences. 



Sequences) _ 



missing. If Intentional, please insert the following lines for each skipped sequence. 



<2 10> sequence id number 
<400> sequence id number 
000 

Use of n's and/or Xaa's have been detected in the Sequence Listing. 

Per 1.823 of Sequence Rules, use of <220>-<223> is MANDATORY if n's or Xaa's are present. 

in <220> to <223> section, please explain location of n or Xaa, and which residue n or Xaa represents. 

Per 1.823 of Sequence Rules, the only valid <213> responses are: Unknown, Artificial Sequence, or 
scientific 'name (Genus/spocies). <220>-<223> section is required when <213> response is Unknown or 
is Artificial Sequence 



Sequencers) _ 



missing the <220> "Feature" and associated numeric identifiers and responses. 



Use of <220> to <223> is MANDATORY if <213> "Organism" response is "Artificial Sequence" or 
"Uiucnown." Please explain source of genetic material in <220> to <223> section. 
(See "Federal Register," 06/01/1998, Vol. 63, No. 104, pp. 29631-32) (Sec. 1.823 of Sequence Rules) 

Please do not use "Copy to Disk" function of Patenlln version 2.0. This causes a corrupted file, 
resulting in missing mandatory numeric identifiers and responses (as indicated on raw sequence 
listing). Instead, please use "File Manager" or any other manual means to copy file to floppy disk. 
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Misuse of n 



" h can only be used to represent a single nucleotide in a nucleic acid sequence. N is not used to represent 
any value not specifically a nucleotide. 

AMC/MH - Biotechnology Systems Branch - 08/2 1/200 1 
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nte type of errors sWexist throughout 
fite Sequence Listing. Pf&e check subsequent 
sequences for similar errors 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/913,631 



DATE: 08/30/2001 
TIME: 07:45:04 



C--> 
C--> 



w- 
w- 



Input Set : A:\000065wo.app 

Output Set: N:\CRF3\08302001\I913631.raw 
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Does Not Comply 
Corrected Diskette Needed 



<130> 
<140> 
<141> 

<160> 
<170> 
<210> 
<211> 
<212> 
<213> 
<220> 
<223> 
<400> 



<110> APPLICANT: Theragene Biomedical Laboratories GmbH 
<120> TITLE OF INVENTION: Hormone -Hormone Receptor Complexes and Nucleic Acid 

Constructs and Their Use in Gene Therapy ^ j I $ 0 

FILE REFERENCE: 0 0 0 0 6 5wo/ JH/ml 'J, ' 

CURRENT APPLICATION NUMBER: US/09/913,631 ^ »f "7 

CURRENT FILING DATE: 2001-08-16 
NUMBER OF SEQ ID NOS : 10 

SOFTWARE: PatentlnVer. 2.1 " — ' , 



ft 



6 



Sequence^ 



SEQ ID NO: 1 
LENGTH: 5753 
TYPE: DNA 

ORGANISM: Artificial 
FEATURE : 

OTHER INFORMATION: 

SEQUENCE: 1 

cgcgttgaca ttgattattg actagttatt aatagtaatc aattacgggg 
atagcccata tatggagttc cgcgttacat aacttacggt aaatggcccg 
cgcccaacga cccccgccca ttgacgtcaa taatgacgta tgttcccata gtaacgccaa 
tagggacttt ccattgacgt caatgggtgg agtatttacg gtaaactgcc cacttggcag 
tacatcaagt gtatcatatg ccaagtacgc cccctattga cgtcaatgac ggtaaatggc 
ccgcctggca ttatgcccag tacatgacct tatgggactt tcctacttgg cagtacatct 



The type of errors showffist throughout 

f!£SS^ L ! sting ' P,ease subsequent 
CCgyonces for similar errors. 



tcattagttc 
cctggctgac 



caaaggttat 
gccttttagg 
acaaaattct 



tgcggttttg gcagtacatc aatgggcgtg 
gtctccaccc cattgacgtc aatgggagtt 
caaaatgtcg taacaactcc gccccattga 
aggtctatat aagcagagct ctctggctaa 
aaattaatac gactcactat agggagaccc 
gcagcgcgtg aacatgatca tggcagaatc 
atatctactc agtgctgaat gtacagtttt 
gaatcggcca aagaggtata attcaggtaa 
ggaaccttga gagagaatgt atggaagaaa agtgtagttt 
ttgaaaacac tgaaagaaca actgaatttt ggaagcagta 
agtccaatcc atgtttaaat ggcggcagtt gcaaggatga 
ggtgtccctt tggatttgaa ggaaagaact gtgaattaga 
atggcagatg cgagcagttt tgtaaaaata gtgctgataa 
ctgagggata tcgacttgca gaaaaccaga agtcctgtga 
gtggaagagt ttctgtttca caaacttcta agctcacccg 
atgtggacta tgtaaattct actgaagctg aaaccatttt 
cccaatcatt taatgacttc actcgggttg ttggtggaga 
ccaggtcaat tcccttggca ggttgttttg aatggtaaag ttgatgcatt 
tctatcgtta atgaaaaatg gattgtaact gctgcccact gtgttgaaac 
attacagttg tcgcaggtga acataatatt gaggagacag aacatacaga 
aatgtgattc gaattattcc tcaccacaac tacaatgcag ctattaataa 
gacattgccc ttctggaact ggacgaaccc ttagtgctaa acagctacgt 
tgcattgctg acaaggaata cacgaacatc ttcctcaaat ttggatctgg 
ggctggggaa gagtcttcca caaagggaga tcagctttag ttcttcagta 
ccttagagtt ccacttgttg accgagccac atgtcttcga tctacaaagt tcaccatcta 
taacaacatg ttctgtgctg gcttccatga aggaggtaga gattcatgtc aaggagatag 



acgtattagt catcgctatt accatggtga 
gatagcggtt tgactcacgg ggatttccaa 
tgttttggca ccaaaatcaa cgggactttc 
cgcaaatggg cggtaggcgt gtacggtggg 
ctagagaacc cactgcttac tggcttatcg 
aagcttgcat gccaattccg 
accaggcctc atcaccatct 
tcttgatcat gaaaacgcca 
attggaagag tttgttcaag 
tgaagaagca cgagaagttt 
tgttgatgga gatcagtgtg 
cattaattcc tatgaatgtt 
tgtaacatgt aacattaaga 
caaggtggtt tgctcctgta 
accagcagtg ccatttccat 
tgctgagact gtttttcctg 
ggataacatc actcaaagca 
agatgccaaa 
ctgtggaggc 
tggtgttaaa 
gcaaaagcga 
gtacaaccat 
tacacctatt 
ctatgtaagt 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/913,631 



DATE: 08/30/2001 
TIME: 07:45:04 



Input Set : A:\000065wo.app 

Output Set: N:\CRF3\08302001\I913631.raw 



55 tgggggaccc catgttactg aagtggaagg gaccagtttc ttaactggaa ttattagctg 1980 

56 gggtgaagag tgtgcaatga aaggcaaata tggaatatat accaaggtat cccggtatgt 2040 

57 caactggatt aaggaaaaaa caaagctcac ttaatgggat cggtcgagcg gccgcgactc 2100 

58 tactagagga tctttgtgaa ggaaccttac ttctgtggtg tgacataatt ggacaaacta 2160 

59 cctacagaga tttaaagctc taaggtaaat ataaaatttt taagtgtata atgtgttaaa 2220 

60 ctactgattc taattgtttg tgtattttag attccaacct atggaactga tgaatgggag 22 80 

61 cagtggtgga atgcctttaa tgaggaaaac ctgttttgct cagaagaaat gccatctagt 2340 

62 gatgatgagg ctactgctga ctctcaacat tctactcctc caaaaaagaa gagaaaggta 2400 

63 gaagacccca aggactttcc ttcagaattg ctaagttttt tgagtcatgc tgtgtttagt 2460 

64 aatagaactc ttgcttgctt tgctatttac accacaaagg aaaaagctgc actgctatac 2520 

65 aagaaaatta tggaaaaata ttctgtaacc tttataagta ggcataacag ttataatcat 2580 

66 aacatactgt tttttcttac tccacacagg catagagtgt ctgctattaa taactatgct 2640 

67 caaaaattgt gtacctttag ctttttaatt tgtaaagggg ttaataagga atatttgatg 2700 

68 tatagtgcct tgactagaga tcataatcag ccataccaca tttgtagagg ttttacttgc 2760 

69 tttaaaaaac ctcccacacc tccccctgaa cctgaaacat aaaatgaatg caattgttgt 2820 

70 tgttaacttg tttattgcag cttataatgg ttacaaataa agcaatagca tcacaaattt 2880 

71 cacaaataaa gcattttttt cactgcattc tagttgtggt ttgtccaaac tcatcaatgt 2940 

72 atcttatcat gtctggatcc ccgggtaccc tctagagcga attaattcac tggccgtcgt 3000 

73 tttacaacgt cgtgactggg aaaaccctgg cgttacccaa cttaatcgcc ttgcagcaca 3060 

74 tccccctttc gccagctggc gtaatagcga agaggcccgc accgatcgcc cttcccaaca 3120 

75 gttgcgcagc ctgaatggcg aatggcgcct gatgcggtat tttctcctta cgcatctgtg 3180 

76 cggtatttca caccgcatat ggtgcactct cagtacaatc tgctctgatg ccgcatagtt 3240 

77 aagccagccc cgacacccgc caacacccgc tgacgcgccc tgacgggctt gtctgctccc 3300 

78 ggcatccgct tacagacaag ctgtgaccgt ctccgggagc tgcatgtgtc agaggttttc 3360 

79 accgtcatca ccgaaacgcg cgagacgaaa gggggggtac cagcttcgta gctagaacat 3420 

80 catgttctgg gatatcagct tcgtagctag aacatcatgt tctggtaccc ccctcgtgat 3480 

81 acgcctattt ttataggtta atgtcatgat aataatggtt tcttagacgt caggtggcac 3540 

82 ttttcgggga aatgtgcgcg gaacccctat ttgtttattt ttctaaatac attcaaatat 3600 

83 gtatccgctc atgagacaat aaccctgata aatgcttcaa taatattgaa aaaggaagag 3660 

84 tatgagtatt caacatttcc gtgtcgccct tattcccttt tttgcggcat tttgccttcc 3720 

85 tgtttttgct cacccagaaa cgctggtgaa agtaaaagat gctgaagatc agttgggtgc 3780 

86 acgagtgggt tacatcgaac tggatctcaa cagcggtaag atccttgaga gttttcgccc 3840 

87 cgaagaacgt tttccaatga tgagcacttt taaagttctg ctatgtggcg cggtattatc 3900 

88 ccgtattgac gccgggcaag agcaactcgg tcgccgcata cactattctc agaatgactt 3960 

89 ggttgagtac tcaccagtca cagaaaagca tcttacggat ggcatgacag taagagaatt 4020 

90 atgcagtgct gccataacca tgagtgataa cactgcggcc aacttacttc tgacaacgat 4080 

91 cggaggaccg aaggagctaa ccgctttttt gcacaacatg ggggatcatg taactcgcct 4140 

92 tgatcgttgg gaaccggagc tgaatgaagc cataccaaac gacgagcgtg acaccacgat 4200 

93 gcctgtagca atggcaacaa cgttgcgcaa actattaact ggcgaactac ttactctagc 4260 

94 ttcccggcaa caattaatag actggatgga ggcggataaa gttgcaggac cacttctgcg 4320 

95 ctcggccctt ccggctggct ggtttattgc tgataaatct ggagccggtg agcgtgggtc 4380 

96 tcgcggtatc attgcagcac tggggccaga tggtaagccc tcccgtatcg tagttatcta 4440 

97 cacgacgggg agtcaggcaa ctatggatga acgaaataga cagatcgctg agataggtgc 4500 

98 ctcactgatt aagcattggt aactgtcaga ccaagtttac tcatatatac tttagattga 4560 

99 tttaaaactt catttttaat ttaaaaggat ctaggtgaag atcctttttg ataatctcat 4620 

100 gaccaaaatc ccttaacgtg agttttcgtt ccactgagcg tcagaccccg tagaaaagat 4680 

101 caaaggatct tcttgagatc ctttttttct gcgcgtaatc tgctgcttgc aaacaaaaaa 4740 

102 accaccgcta ccagcggtgg tttgtttgcc ggatcaagag ctaccaactc tttttccgaa 4800 

103 ggtaactggc ttcagcagag cgcagatacc aaatactgtt cttctagtgt agccgtagtt 4860 
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104 aggccaccac ttcaagaact ctgtagcacc gcctacatac ctcgctctgc taatcctgtt 4920 

105 accagtggct gctgccagtg gcgataagtc gtgtcttacc gggttggact caagacgata 4980 

106 gttaccggat aaggcgcagc ggtcgggctg aacggggggt tcgtgcacac agcccagctt 5040 

107 ggagcgaacg acctacaccg aactgagata cctacagcgt gagctatgag aaagcgccac 5100 

108 gcttcccgaa gggagaaagg cggacaggta tccggtaagc ggcagggtcg gaacaggaga 5160 

109 gcgcacgagg gagcttccag ggggaaacgc ctggtatctt tatagtcctg tcgggtttcg 5220 

110 ccacctctga cttgagcgtc gatttttgtg atgctcgtca ggggggcgga gcctatggaa 5280 

111 aaacgccage aacgcggcct ttttacggtt cctggccttt tgctggcctt ttgctcacat 5340 

112 gttctttcct gcgttatccc ctgattctgt ggataaccgt attaccgcct ttgagtgagc 5400 

113 tgataccgct cgccgcagcc gaacgaccga gcgcagcgag tcagtgagcg aggaagcgga 5460 

114 agagcgccca atacgcaaac cgcctctccc cgcgcgttgg ccgattcatt aatgcagctg 5520 

115 gcacgacagg tttcccgact ggaaagcggg cagtgagcgc aacgcaatta atgtgagtta 5580 

116 gctcactcat taggcacccc aggctttaca ctttatgctt ccggctcgta tgttgtgtgg 5640 

117 aattgtgagc ggataacaat ttcacacagg aaacagctat gaccatgatt acgccaagct 5700 

118 ctctagagct ctagagctct agagctctag agagcttgca tgcctgcagg teg 5753 

121 <210> SEQ ID NO: 2 

122 <211> LENGTH: 4344 

123 <212> TYPE: DNA 

124 <213> ORGANISM: Artificial Sequence 

126 <220> FEATURE: 

127 <223> OTHER INFORMATION: Description of Artificial Sequence: vector pTGFG64 

129 <400> SEQUENCE: 2 

130 cgcgttgaca ttgattattg actagttatt aatagtaatc aattacgggg tcattagttc 60 

131 atageccata tatggagttc cgcgttacat aacttaeggt aaatggcccg cctggctgac 120 

132 cgcccaacga cccccgccca ttgacgtcaa taatgacgta tgttcccata gtaacgccaa 180 

133 tagggacttt ecattgaegt caatgggtgg agtatttacg gtaaactgee cacttggcag 240 

134 tacatcaagt gtatcatatg ccaagtacgc cccctattga egtcaatgae ggtaaatggc 300 

135 ccgcctggca ttatgcccag tacatgacct tatgggactt tcctacttgg cagtacatct 360 

136 aegtattagt categctatt accatggtga tgcggttttg gcagtacatc aatgggcgtg 420 

137 gatageggtt tgactcaegg ggatttccaa gtctccaccc cattgaegtc aatgggagtt 480 

138 tgttttggca ccaaaatcaa egggacttte caaaatgtcg taacaactcc gccccattga 540 

139 cgcaaatggg eggtaggegt gtacggtggg aggtctatat aagcagagct ctctggctaa 600 

140 ctagagaacc cactgcttac tggcttatcg aaattaatac gactcactat agggagaccc 660 

141 aagcttgacc tcgagcaagc ggccgcgact ctactagagg atctttgtga aggaacctta 720 

142 cttctgtggt gtgacataat tggacaaact acctacagag atttaaagct ctaaggtaaa 780 

143 tataaaattt ttaagtgtat aatgtgttaa actactgatt ctaattgttt gtgtatttta 840 

144 gattccaacc tatggaactg atgaatggga gcagtggtgg aatgecttta atgaggaaaa 900 

145 cctgttttgc tcagaagaaa tgecatctag tgatgatgag getactgetg actctcaaca 960 

146 ttctactcct ccaaaaaaga agagaaaggt agaagacccc aaggactttc cttcagaatt 1020 

147 gctaagtttt ttgagtcatg ctgtgtttag taatagaact ettgettget ttgetattta 1080 

148 caccacaaag gaaaaagctg cactgetata caagaaaatt atggaaaaat attctgtaac 1140 

149 ctttataagt aggcataaca gttataatca taacatactg ttttttctta ctccacacag 1200 

150 gcatagagtg tetgetatta ataactatgc tcaaaaattg tgtaccttta gctttttaat 1260 

151 ttgtaaaggg gttaataagg aatatttgat gtatagtgcc ttgactagag atcataatca 1320 

152 gccataccac atttgtagag gttttacttg ctttaaaaaa cctcccacac ctccccctga 1380 

153 acctgaaaca taaaatgaat gcaattgttg ttgttaactt gtttattgea gcttataatg 1440 ■ 

154 gttacaaata aagcaatagc atcacaaatt tcacaaataa agcatttttt teactgeatt 1500 

155 ctagttgtgg tttgtccaaa ctcatcaatg tatcttatca tgtctggatc cccgggtacc 1560 

156 etctagageg aattaattca ctggccgtcg ttttacaacg tcgtgactgg gaaaaccctg 1620 
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157 gcgttaccca acttaatcgc cttgcagcac atcccccttt cgccagctgg cgtaatagcg 1680 

158 aagaggcccg caccgatcgc ccttcccaac agttgcgcag cctgaatggc gaatggcgcc 1740 

159 tgatgcggta ttttctcctt acgcatctgt gcggtatttc acaccgcata tggtgcactc 1800 

160 tcagtacaat ctgctctgat gccgcatagt taagccagcc ccgacacccg ccaacacccg 1860 

161 ctgacgcgcc ctgacgggct tgtctgctcc cggcatccgc ttacagacaa gctgtgaccg 1920 

162 tctccgggag ctgcatgtgt cagaggtttt caccgtcatc accgaaacgc gcgagacgaa 1980 

163 agggggggta ccagcttcgt agctagaaca tcatgttctg ggatatcagc ttcgtagcta 2040 

164 gaacatcatg ttctggtacc cccctcgtga tacgcctatt tttataggtt aatgtcatga 2100 

165 taataatggt ttcttagacg tcaggtggca cttttcgggg aaatgtgcgc ggaaccccta 2160 

166 tttgtttatt tttctaaata cattcaaata tgtatccgct catgagacaa taaccctgat 2220 

167 aaatgcttca ataatattga aaaaggaaga gtatgagtat tcaacatttc cgtgtcgccc 2280 

168 ttattccctt ttttgcggca ttttgccttc ctgtttttgc tcacccagaa acgctggtga 2340 

169 aagtaaaaga tgctgaagat cagttgggtg cacgagtggg ttacatcgaa ctggatctca 2400 

170 acagcggtaa gatccttgag agttttcgcc ccgaagaacg ttttccaatg atgagcactt 2460 

171 ttaaagttct gctatgtggc gcggtattat cccgtattga cgccgggcaa gagcaactcg 2520 

172 gtcgccgcat acactattct cagaatgact tggttgagta ctcaccagtc acagaaaagc 2580 

173 atcttacgga tggcatgaca gtaagagaat tatgcagtgc tgccataacc atgagtgata 2640 

174 acactgcggc caacttactt ctgacaacga tcggaggacc gaaggagcta accgcttttt 2700 

175 tgcacaacat gggggatcat gtaactcgcc ttgatcgttg ggaaccggag ctgaatgaag 2760 

176 ccataccaaa cgacgagcgt gacaccacga tgcctgtagc aatggcaaca acgttgcgca 2820 

177 aactattaac tggcgaacta cttactctag cttcccggca acaattaata gactggatgg 2880 

178 aggcggataa agttgcagga ccacttctgc gctcggccct tccggctggc tggtttattg 2940 

179 ctgataaatc tggagccggt gagcgtgggt ctcgcggtat cattgcagca ctggggccag 3000 

180 atggtaagcc ctcccgtatc gtagttatct acacgacggg gagtcaggca actatggatg 3060 

181 aacgaaatag acagatcgct gagataggtg cctcactgat taagcattgg taactgtcag 3120 

182 accaagttta ctcatatata ctttagattg atttaaaact tcatttttaa tttaaaagga 3180 

183 tctaggtgaa gatccttttt gataatctca tgaccaaaat cccttaacgt gagttttcgt 3240 

184 tccactgagc gtcagacccc gtagaaaaga tcaaaggatc ttcttgagat cctttttttc 3300 

185 tgcgcgtaat ctgctgcttg caaacaaaaa aaccaccgct accagcggtg gtttgtttgc 3360 

186 cggatcaaga gctaccaact ctttttccga aggtaactgg cttcagcaga gcgcagatac 3420 

187 caaatactgt tcttctagtg tagccgtagt taggccacca cttcaagaac tctgtagcac 3480 

188 cgcctacata cctcgctctg ctaatcctgt taccagtggc tgctgccagt ggcgataagt 3540 

189 cgtgtcttac cgggttggac tcaagacgat agttaccgga taaggcgcag cggtcgggct 3600 

190 gaacgggggg ttcgtgcaca cagcccagct tggagcgaac gacctacacc gaactgagat 3660 

191 acctacagcg tgagctatga gaaagcgcca cgcttcccga agggagaaag gcggacaggt 3720 

192 atccggtaag cggcagggtc ggaacaggag agcgcacgag ggagcttcca gggggaaacg 3780 

193 cctggtatct ttatagtcct gtcgggtttc gccacctctg acttgagcgt cgatttttgt 3840 

194 gatgctcgtc aggggggcgg agcctatgga aaaacgccag caacgcggcc tttttacggt 3900 

195 tcctggcctt ttgctggcct tttgctcaca tgttctttcc tgcgttatcc cctgattctg 3960 

196 tggataaccg tattaccgcc tttgagtgag ctgataccgc tcgccgcagc cgaacgaccg 4020 

197 agcgcagcga gtcagtgagc gaggaagcgg aagagcgccc aatacgcaaa ccgcctctcc 4080 

198 ccgcgcgttg gccgattcat taatgcagct ggcacgacag gtttcccgac tggaaagcgg 4140 

199 gcagtgagcg caacgcaatt aatgtgagtt agctcactca ttaggcaccc caggctttac 4200 

200 actttatgct tccggctcgt atgttgtgtg gaattgtgag cggataacaa tttcacacag 4260 

201 gaaacagcta tgaccatgat tacgccaagc tctctagagc tctagagctc tagagctcta 4320 

202 gagagcttgc atgcctgcag gtcg 4344 

205 <210> SEQ ID NO: 3 

206 <211> LENGTH: 78 

207 <212> TYPE: DNA 
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RAW SEQUENCE LISTING DATE: 08/30/2001 

PATENT APPLICATION: US/09/913 , 631 TIME: 07:45:04 

Input Set : A:\000065wo.app 

Output Set: N:\CRF3\08302001\I913631.raw 

208 <213> ORGANISM: Artificial Sequence 

210 <220> FEATURE: ^ 

211 <223> OTHER INFORMATION: Description of Artificial Sequence: vector pTGFG36 D* 

213 <400> SEQUENCE: 3 

214 ggggtaccag cttcgtagct agaacatcat gttctgggat atcagcttcg tagctagaac 60 

215 atcatgttct ggtacccc 78 

218 <210> SEQ ID NO: 4 

219 <211> LENGTH: 78 

220 <212> TYPE: DNA 

221 <213> ORGANISM: Artificial Sequence 

223 <220> FEATURE: / 

224 <223> OTHER INFORMATION: Description of Artificial Sequence: vector pTGFG36 - '^°~ c ^ 

226 <400> SEQUENCE: 4 

227 ggggtaccag aacatgatgt tctagctacg aagctgatat cccagaacat gatgttctag 60 

228 ctacgaagct ggtacccc 78 

231 <210> SEQ ID NO: 5 

232 <211> LENGTH: 19 

233 <212> TYPE: DNA 

234 <213> ORGANISM: Artificial Sequence 
W-> 236 <220> FEATURE: «^^6^€ J 
W--> 236 <223> OTHER INFORMATION: » 1 U 

236 <400> SEQUENCE: 5 

237 agcttgacct cgagcaagc 19 

240 <210> SEQ ID NO: 6 

241 <211> LENGTH: 19 

242 <212> TYPE: DNA 

243 <213> ORGANISM: Artificial Sequence 

245 <220> FEATURE: 

246 <223> OTHER INFORMATION: Description of Artificial Sequence: vector pTGFG36 
248 <400> SEQUENCE: 6 

24 9 ggccgcttgc tcgaggtca 19 

252 <210> SEQ ID NO: 7 

253 <211> LENGTH: 43 

254 <212> TYPE: DNA 

255 <213> ORGANISM: Artificial Sequence 

257 <220> FEATURE: 

258 <223> OTHER INFORMATION: Description of Artificial Sequence: vector pTGFG36 

260 <400> SEQUENCE: 7 

261 ggaattccgc aaaggttatg cagcgcgtga acatgatcat ggc 43 

264 <210> SEQ ID NO: 8 

265 <211> LENGTH: 39 

266 <212> TYPE: DNA 

267 <213> ORGANISM: Artificial Sequence 

269 <220> FEATURE: 

270 <223> OTHER INFORMATION: Description of Artificial Sequence: vector pTGFG36 

272 <400> SEQUENCE: 8 

273 cgcggatcca ttaagtgagc tttgtttttt ccttaatcc 39 

276 <210> SEQ ID NO: 9 

277 <211> LENGTH: 933 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/913,631 



DATE 
TIME 



08/30/2001 
07:45:05 



Input Set : A:\000065wo.app 

Output Set: N:\CRF3\08302001\I913631.raw 



L:10 M:270 C: Current Application Number differs, Replaced Application Number 

L:ll M:271 C: Current Filing Date differs, Replaced Current Filing Date 

L:22 M:258 W: Mandatory Feature missing, <220> FEATURE: 

L:22 M:258 W: Mandatory Feature missing, <223> OTHER INFORMATION: 

L:236 M:258 W: Mandatory Feature missing, <220> FEATURE: 

L:236 M:258 W: Mandatory Feature missing, <223> OTHER INFORMATION: 
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